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Figure S1. Phylogenetic relationships and abundance of the 100 most common
bacterial genera in rice rhizosphere soil.
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Figure S2. Phylogenetic relationships and abundance of the 100 most common fungal

genera in rice rhizosphere soil.
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Figure S3. Phylogenetic relationships and abundance of the 100 most common

nitrogen-fixing bacterial genera in rice rhizosphere soil.
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Figure S4. Box plots of a diversity indices of rhizosphere soil nitrogen-fixing bacteria
in different treatment groups.
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Figure S5. Relative abundance of the top 10 bacterial taxa in rice rhizosphere soil at
the phylum (A), class (B), order (C), and genus (D) levels.
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Figure S6. Relative abundance of the top 10 fungal taxa in rice rhizosphere soil at the
phylum (A), class (B), order (C), and genus (D) levels.
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Figure S7. Relative abundance of the top
rhizosphere soil at the phylum (A), class (B),

W Alphaprisenhocterin

W el ifiend

B Deioproteobacieria

W Mivocoe i
Destilfierimmunadia

W Gammapreleobacieria

W Desuifovibrionia

Opiraiae

Cyanophyecae

W Actinomyeetes

W Others

10
W Brodyrhizobion
nclssitied
0 nareromabacter
W Sicdorogparcur
W {richiorobacier
[0 et ified
W Cenbler
W Desulfisromonas
kl W Geomans
Geotalea
W Orivers
o
50
a
m
10
0

i [BIE [T [ 105 [

10 nitrogen-fixing bacteria taxa in rice
order (C), and genus (D) levels.
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Figure S8. Changes in nitrogen-fixing bacteria communities in different treatment groups based on
NMDS analysis and weighted UniFrac distances.



